s 



10 



v 7 rSFO ID NO 2) Figure 4 (SEQ ID NO:7). Figure 6 (SEQ ID NO. 15), .guru 

14 (SEq"d NO 32) Figure ,6 ,SEQ ,D NO:37, F, s ,.,c ,. (SFQ » NO,,,. F.gurc » «EQ » 

r^m^ » (SFQ NO:*,. ^ 32 (SE Q U> NO:»3, a,. « (SEQ .0 NO,,, 

2 , so ,a,ed nuc.cic acid U a, «» »c,e,c ac,u ^ <ta* » ' 

se.ccied fro, (he group cons.s.ing of ,he r^e *«• »' ^ ' (SEQ ID NO: 1 ,. Figure 3 SEQ 

TO NO 6) Fieore 5 (SEQ , D NO=.4, Figl 9 <SEQ ,D NO:23, F.gurc 13 (SEQ ,D NO:3., Figure ,5 (SEQ 

ID NO.6), figure v m NO;54) F)gure 23 

ID NO:36), Figure 17 (SEQ ID NO:41). F\ f re 19 (SEQ ID NO.49), g < 

(SEQ ID NO-.60), F lg ure 25 (SEQ ID NO:6*. Figure 27 (SEQ ID NO-.75). Figure 29 (SEQ ID NO.77), Figu 
31 (SEQ ID NO:82) and Figure 33 (SEQ IDNO:90). 



15 



20 



25 



, , s „,a,ed nucie.c acid having a, leaV «» nr.cieic ac.d se,„.nce iden,,,, ,o a nuclide sequence 

, «SEQ ,D NO .,. Figure 3 (SEQ ,D NO:.,. Figure 5 ,SEQ ID NO: 14). F.gure 9 SEQ D ^ 

1wwnmN0 . 36) Figure 17 (SEQ ID NO:41), Figure 19 (SEQ ID NO.49), Hgure 
(SEQ ID NO:31), Figure 15 (SEQ ID NO.36), Hgure v 

~ ex C . ^ fSFO ID NO-60) Figure! 25 (SEQ ID NO:68), F.gure 27 (SEQ ID NO.75), 
21 (SEQ ID NO:54), Figure 23 (SEQ ID NU.ou;, y g 

Figure 29 (SEQ n> NO:77). Figure 3, (SEQ ,D NOto and Figure 33 (SEQ ID NO:90>. 

4 ,s„,a,ed nucieic acid having „ ,eas, «*W - — » * 

sequence o, d, DNA deeded under ATCC accession' number 20,32, 2O950S 209524. 20952S. 20,330. 
209523. 209492. 209532. 20953,. 209529. 209527, 209570. 2096,8. 20962, or 209619 

5. A veclor comprise (he nucleic acid of any one of Claims 1 lo 4. 

The vecor o, Cairn 5 operab,, linked ,o con.ro, seuuences receded by , hos, cell .ransformed 



6. 

with the vector 



30 



7. 



8 



A host cell comprising the vector of Claim 5. 

The host cell of Claim 7, wherein said cell is a CHO cell 



35 9. The 



host cell of Claim 7, wherein said cell is an £. colu 



10 . The host cell of Claim 7, wherein said cell is a yeast cell 
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, , A process (» P™« 1 PRO p " 1>pcp ri sakl pro polypcpr* <«» cdl 

*, «r*« - - PR " ***** 

culture. 

i «.„„cnce identity to an amino acid sequence 
X2 An ^ poWac hav.ng at .east 80% -no ac, sconce ^ ^ ^ ^ ^ 4 ^ 

select ft» the .roup coding of ^"^^"^ ^ (SEQ 1D NO :32,, Hgure ,6,SEQ 
,D NO,,, F.gure 6 (SEQ ID .0 (S.Q » ^ 22 (SEQ ,D NO:55>. Figure 24 

1D NO :37). Figure .8 (SEQ lUNO.42,. Figure ^ <SHQ ^ ^ ^ ^ ^ 

(SEQ IF> NO:61), Figure 26 (SE^> FD NO:69), Figure 28 (SEQ ID N )■ 
3 2 ( S EQIDNO:83)andF lg ure34(SEQIDN0.91). 

, , positives when compared to an am.no acid sequence 
n An .olated polypept.de scortng at .east 80 * posu, ^ ^ ^ ^ ^ 4 (sEQ 

selecl ed from the group conststtng of *e am.no 14 (SEQ 1D NO :32), Ftgure .6 (SEQ 

ID NO,,, F.gure 6 (SEQ U> NO: 15), figure ,0 (SEQ ID ^NO. , ^ ^ ^ ^ Flgure 24 

ID NO-.37). Ftgure 18 (SEQ ID NO:42), Ftgure 20 (SEQ . ^ ^ ^ ^ ^ ^ 
5 (SEQ.DNO.6f), Figure 26 (SEQ ID NQ:69), Ftgure 28 (SEQ »DN 

32(SEQlDNO:83)andF lg ure34(SEQ\IDNO:91). 

■ \ ...KO^oamtnoactdsequencetdentttytoanaminoacidsequence 
14 A „ isolated po.ypept.de havtng at least 80% ammo q 

^ Wf t Kp ON A deposited under dtc 
encoded b, rhc 209529 , 20<«7. 209570. 2096.S. 

20 »*». 2 ° 9525 ' ,0W>2 ' 2 ' 

209621 or 209619. 

r rnims 12 to 14 fused to 
,, A ch.nr.r.c > ^ " " °' 

a helerologous amino acid sequence . 

, , of cairn , 5 whe K i» said hcero.og.us amino aeid sequence is » epi.ope 

The chimeric molecule of Claim 1 ^ w 



25 

16. 



tag sequence. 

, , aa **» wherein said heterologous amino acid sequence is a Fc region 

17. The chimeric molecule of Claim 15, w 

30 of an immunoglobulin. 

-, ,ihodv is a monoclonal antibody, a humanized antibody 

i f n.im 1* wherein said antibody is a mui^ 
19. The antibody of Claim 18, wnerti 

35 or a single-chain antibody - 
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15 



20 



i * un<y mirltMc acid sequence identity to: 
in Isolated nucleic acid having ai least 80 /c nucleic aciu i 

; , l k , )tlde seance .he P~ shown in Figure 2 (SEQ ID NO:2), Figure 4 HQ 

, ,sr O ID NO .5) Figure 10 (SEQ ID NO 24), Figure .4 (SEQ ID NO:32), Figure ,6 (SEQ 
,D NO:7,. Figure 6 (SLQ ID NO. 15). F ,gu ^ ^ ^ ^ ^ 

^ , itiKPO inNO'42) Figure 20 (Sb^ \u inv^ jv^, & 

,DNO:37>. Figure 18 (SEQ ID NO. 42), g 28 (SFQ ID NO'76), Figure 30 (SEQ ID NO. 78), Figure 

(S EQIDNO:61),F lg ure26 ( SEQ.DNP:69,.F.gure28(SbQIDNO. K g 

V (SEQ ID NO 83) or Figure 34 (SEQ ID NO*l>. lacking Us associated signal pcpudc. 

n ,. n(tl n E -mextracellulardo m ainof,hepolypeptidesho W n,nF.gure2(SEQ 

/k\ nucleotide sequence encoding an exiraccnuiai 

SFOIDNO-7) Figure 6 (SEQ ID NO: 15), Figure 10 (SEQ ID NO. 24), Figure 14 (SEQ 
,D NO:2), Figure 4 (SEQ ID NO.7), Figure Q ^ ^ ^ ^ ^ 

™ i~ ia /cpo in N0 37 figure 18 (5>tv 1U 1NW - ^ 
ID NO:32), Figure 16 (SEQ ID NO.3 ), g ^ ^ ^ ^ 

/QPOinNO-55) Figure 24 (SEQ ID NO:ai), Figure 26 (SEQ ID NU.ov), g 

(SEQIDNO.55), r-igurc <^ , „. c - -u (SFO ID NO:91), with its associated signal 

,-■ n (CEn in WO-83) or Figure 34 (i>t.(j il» w 71 /. 
30 (SEQ ID NO:78), Figure 32 (SEQ ID NU.M) " fc 

pepUdC; ° r ih.i.r domain of the polypeptide shown in Figure 2 (SEQ 

(c) a nucleotide sequence encoding a, extracel.u.ar doma po VP P 

1D NO:2), Figure 4 (SEQ ID NO:7), Figure 6 (SEQ ID NO: 15), Figure ,0 (SEQ DNa , 8 

c , fi (SEO ID NO-37) Figure 18 (SEQ ID NO:42), Figure 20 (SEQ ID N0.5U), g 
ID NO:32). Figure 16 (SEQ ID NO.3 g ^ ^ ^ ^ 

(SEQ - NO,5), Figure 24 (SEQ ID N0.61), Ftgui;e 26 (SEQ ID NO- ^ g ^ slgnal 

30 (SEQ ID NO:78), Figure 32 (SEQ ID NO:83) or Figure 34 (SEQ ID NO.9 

peptide. 

- t- i /cro in NO'2) Figure 4 (SEQ ID NU. ')■ ngun. 
fn» the polypeptide shown in Figure 2 (SEQ ID iNU.z), g „,«rc FO 
( „,5Pnil)NO-32) Figure 16 (SEQ ID NO:37), Figure 18 (SEQ 

micnn inNO-741 Figure 14 (SEQ ID NU.jzj, nguiv- 
NO:15).F.gurel0(SEQIDNO.24),F,g Figure 24 (SEQ ID NO:61), Figure 26 

.-.s r- or. ;cpn ID NO 50) Figure 22 (SEQ ID NO. :>:>>, rigu.c 
ID NO:42), Figure 20 (SEQ ID NO. DO), N078) Figure 32 (SEQ ID NO:83) or 

(SEQ ID NO:69), Figure 28 (SEQ ID NO:76), Figure 30 (SEQ ID NO.78), 

Figure 34 (SEQ ID NO:91), lacking its associated signa. peptide ^ 
an extract domain of the polypeptide shown in F.gure ^ 



25 (b) 



, extrace.tuiar uo ..,«uu » ™ r 16 Q 

^ inKPninNO'24 Figure 14 (Sb^> iu inw.j^, & 

NO-.7). Figure 6 (SEQ ID NO:15), Figure 10 (SEQ ID NO.2 ). ^ ^ ^ ^ ^ ^ ^ ^ 

ID NO:37), Fi 

(SEQ ID NO:61), Figure 

„ c . ,^ ( qfOIDNO-91) with ts associated signal peptide, or 
32(SEQIDNO:83)orF.gurc34(SEQIDNU.yi>, 



— — 2 o(SEQ.DNO-50) Figure 22 (SEQ ID NO:55), Figure 24 
^ r-- ic/QPnmNO-42) Figure 20 (^bM iu inw.^u;, & 
ID NO:37), Figure 18 (SEQ ID NO.42), g ^ ^ ^ ^ 

26 (SEQ ID NO:69>, Figure 28 (S>bQ IL» 1NVJ & 



30 (c) 



NO:83> or r.gu.c - - (SEQ ID 

,„ extracellular domain of the polypeptide shown in Figure 2 (SEQ ID NO.2), g 
anuu _. ■ , ,rr n in NO'32) Figure 16 (SEQ 

v a ^fo in NO- 15) Figure 10 (SEQ ID NO:24), F.gure 14 (SEQ ID NO.32), g 
NO:7), Figure 6 (SEQ ID NO. n), ngui , NO S5), Figure 24 

..«pnmNO-^ Figure 20 (SEQ ID NO:50), Figure 22 (SEQ ID NU.dd), s 
,DNO:37), Figure 18 (SEQ ID N0.4O, F,g ^ . Figure 30 (SEQ ID NO:78), Figure 

(SEQ ID NO:61), Figure 26 (SEQ ID NO:69). Figure 28 (SEQ ID N0.76), g 

„ /ccn , n N n.q n lacking its associated signal peptide. 
32 (SEQ ID NO:83) or Figure 34 (SEQ ID NO.91), lacing 
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